O BEUKIZIBTBHZY T PRI D I OFERE R R

R H 41 5H 6/ A 8H 9A 104 11H 121 1A 2H 3A wEE | s
IVTRARI D 0 0 0 0 0 0o / 12 0%
CTNTT 0 0 0 0 0 0o / 12 0%

A FN3AE
KRB (E. coli) 0 15 81 1 15 6 / 12 50%
BRI SER E 0 0 0 0 0 4 / 12 33%
VT RARI D 0 0 0 0 0 0o / 12 0%
CTNTT 0 0 0 0 0 0o / 12 0%

A FN24E
KRG (E.coli) 0 4 20 8 11 9 / 12 75%
BERME SR 0 0 0 0 0 1/ 12 8%
VT RARI D 0 0 0 0 0 0o / 12 0%
B CTNTT 0 0 0 0 0 0o / 12 0%

A FTCAEEE
R (E. coli) 5 4 24 52 5 6 / 12 50%
BEAME SR 1 0 0 0 0 6 / 12 50%
VT RARI D 0 0 0 0 0 0o / 12 0%
CTNTT 0 0 0 0 0 0o / 12 0%

SEFRB0AEEE
KRG (E.coli) 1 6 13 128 5 7/ 12 58%
BERME SR 0 0 1 2 1 5 / 12 42%
VT RARI D 2 0 0 0 0 0 0o / 12 0%
CTNTT 0 0 0 0 0 0o / 12 0%

EFR29AEE
KRG (E.coli) 0 8 33 23 60 6 / 12 50%
BERME SR 0 0 0 0 7 5 / 12 42%
IVTRARI D 0 0 0 0 0 0o / 12 0%
CTNTT 0 0 0 0 0 0o / 12 0%

SRR 284 BE
KRB (E.coli) 1 23 83 30 20 8 / 12 67%
BEEME SR 0 1 0 2 3 8§ / 12 67%




R H 41 5H 6/ A 8H 9A 104 11H 121 1A 2H 3A I RO
YT RARY DT 2 0 0 0 0 0 0 0o / 12 0%
CTNTT 0 0 0 0 0 0 0o / 12 0%
SERR2TAREE
KR (E. coli) 0 9 12 20 40 0 6 / 12 50%
BEAME SR 0 0 0 1 0 0 2/ 12 17%
VOV AN SRINAyN 0 0 0 0 0 0 0o / 12 0%
CTNTT 0 0 0 0 0 0 0o / 12 0%
SRR 264 BE
KRG (E.coli) 0 19 75 98 0 1 5 / 12 42%
BRI 0 1 1 3 0 1 6 / 12 50%
YT RARY T L 0 0 0 0 0 0 0o / 12 0%
CTNTT 0 0 0 0 0 0 0o / 12 0%
EFR2EAEE
KRG (E.coli) 1 2 31 52 41 1 7/ 12 58%
BEAME SR 0 0 0 6 3 0 4 / 12 33%
YT RARY T 2 0 0 0 0 0 0 0o / 12 0%
CTNTT 0 0 0 0 0 0 0o / 12 0%
SERR2AMEE
KRG (E.coli) 20 41 1 31 1 10 7/ 12 58%
BERME SR 0 0 0 0 1 0 5 / 12 42%
YT RARY T 2 0 0 0 0 0 0 0o / 12 0%
CTNTT 0 0 0 0 0 0 0o / 12 0%
W23
KRG (E.coli) 0 7 17 4 6 2 6 / 12 50%
BERME SR 1 0 0 0 3 0 6 / 12 50%
YT RARY T L 0 0 0 0 0 0 0o / 12 0%
CTNTT 0 0 0 0 0 0 0o / 12 0%
EFR224F
KRB (E.coli) 1 23 10 33 10 4 10 / 12 83%
B E S 3 0 1 2 1 0 9 / 12 75%




R H 41 5H 6/ A 8H 9A 104 11H 121 1A 2H 3A I RO
JVTRARI T A 0 0 0 0 0 0 ojlo / 12 0%
STNTT 0 0 0 0 0 0 olo / 12 0%
ERR2 AR
KIGE(E.coli) 0 10 15 9 10 10 0l9 / 12 75%
B + + + + + + - + - + + - 9 / 12 75%
JVTRARY T A 2 0 0 0 0 0 o1 / 12 8%
CTNTT 0 0 0 0 0 0 olo / 12 0%
204 i
KIBE(E.coli) 5 23 240 11 2 0 ol6 / 12 50%
A 2R + + - - + - - - - + - + 5 / 12 42%
PVFRARY DT I 0 0 0 0 0 0 ofo / 121 0%
CTNADT 0 0 0 0 0 0 ofo / 121 0%
SRR LA
KIBE(E.coli) 0 8 49 49 0 0 505 / 12 42%
B + - - - - + - + + + + - 6 / 12 50%
JVTRARI T A 2 0 0 0 o1 / 10 10%
CTNTT 0 0 0 0 olo / 10 0%
SRR 1 84 EE
KIBE(E.coli) 0 11 27 11 8 0 216 / 12 50%
B MEE R + + - - + - + - - - - + 5 / 12 42%
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